. Amino acid sequence alignment of the potato peroxidase, StPrx2 (GenBank No. AJ401150) with peroxidases from French bean peroxidase1, FBP1 (GenBank No. 149277) and pepper, CaPO 2 (GenBank No. DQ489711). Similar amino acid residues are shaded in black and the percent similarity with StPrx2 is indicated at the end of sequences while the parentheses values indicate percent identity. The putative peptide signal sequence cleavage site is marked with a reverse triangle above the sequence. Overlines indicate four conserved disulfide bridges and dashed underlines indicate the conserved domains -peroxidase active site and proximal heme-ligand.
Table S1. Primer sequences for gene probes

Gene
Forward primer Reverse primer
